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Benoit, and Robert J. Maier

4120–4126

Microcin J25 Has Dual and Independent Mechanisms of
Action in Escherichia coli: RNA Polymerase Inhibition and
Increased Superoxide Production

Augusto Bellomio, Paula A.
Vincent, Beatriz F. de Arcuri,
Ricardo N. Farı́as, and Roberto D.
Morero

4180–4186

Pigment Analysis of “Candidatus Chlorothrix halophila,” a
Green Filamentous Anoxygenic Phototrophic Bacterium

Tien Le Olson, Allison M. L. van de
Meene, J. Nicholas Francis, Beverly
K. Pierson, and Robert E.
Blankenship

4187–4195

Initial Characterization of the Photosynthetic Apparatus of
“Candidatus Chlorothrix halophila,” a Filamentous,
Anoxygenic Photoautotroph

Allison M. L. van de Meene, Tien
Le Olson, Aaron M. Collins, and
Robert E. Blankenship

4196–4203

Continued from preceding page

Continued on following page



ENZYMES AND PROTEINS
Characterization of an Arginine:Pyruvate Transaminase in
Arginine Catabolism of Pseudomonas aeruginosa PAO1

Zhe Yang and Chung-Dar Lu 3954–3959

Identification of Critical Residues in the Propeptide of LasA
Protease of Pseudomonas aeruginosa Involved in the
Formation of a Stable Mature Protease

Kerian K. Grande, Jean K. Gustin,
Efrat Kessler, and Dennis E.
Ohman

3960–3968

Single-Step Pathway for Synthesis of Glucosylglycerate in
Persephonella marina

Chantal Fernandes, Nuno
Empadinhas, and Milton S. da
Costa

4014–4019

Characterization of a COC Bond Hydrolase from
Sphingomonas wittichii RW1 with Novel Specificities towards
Polychlorinated Biphenyl Metabolites

Stephen Y. K. Seah, Jiyuan Ke,
Geoffroy Denis, Geoff P. Horsman,
Pascal D. Fortin, Cheryl J. Whiting,
and Lindsay D. Eltis

4038–4045

Iron-Dependent RNA-Binding Activity of Mycobacterium
tuberculosis Aconitase

Sharmistha Banerjee, Ashok Kumar
Nandyala, Podili Raviprasad, Niyaz
Ahmed, and Seyed E. Hasnain

4046–4052

Characterization of a Novel Bifunctional Dihydropteroate
Synthase/Dihydropteroate Reductase Enzyme from
Helicobacter pylori

Itay Levin, Moshe Mevarech, and
Bruce A. Palfey

4062–4069

Citrate Sensing by the C4-Dicarboxylate/Citrate Sensor
Kinase DcuS of Escherichia coli: Binding Site and
Conversion of DcuS to a C4-Dicarboxylate- or Citrate-
Specific Sensor
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Cover photograph (Copyright © 2007, American Society for Microbiology. All Rights Reserved.): Cross sections of Staphylococcus
epidermidis biofilms probed to illuminate regions of DNA synthetic activity (green) and counterstained to show the extent of the
biomass (red). This and other techniques suggest that S. epidermidis biofilms harbor cells in at least four different states: growing
aerobically, growing fermentatively, dormant, and dead. The three specimens shown here were each approximately 150 �m thick.
(See related article on page 4223.)
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