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Rafael Palacios, and Guillermo
Dávila

6474–6476

MOLECULAR BIOLOGY OF PATHOGENS
The Quorum-Sensing Molecule Autoinducer 2 Regulates
Motility and Flagellar Morphogenesis in Helicobacter pylori

Bethany A. Rader, Shawn R.
Campagna, Martin F. Semmelhack,
Bonnie L. Bassler, and Karen
Guillemin

6109–6117

Regulation of the �-Crystallin Gene acr2 by the MprAB
Two-Component System of Mycobacterium tuberculosis

Xiuhua Pang and Susan T. Howard 6213–6221

Regulation of pyr Gene Expression in Mycobacterium
smegmatis by PyrR-Dependent Translational Repression

Christopher J. Fields and Robert L.
Switzer

6236–6245

Conjugal Transfer of Chromosomal DNA Contributes to
Genetic Variation in the Oral Pathogen Porphyromonas
gingivalis

Gena D. Tribble, Gwyneth J.
Lamont, Ann Progulske-Fox, and
Richard J. Lamont

6382–6388

A Novel Exclusion Mechanism for Carbon Resource
Partitioning in Aggregatibacter actinomycetemcomitans

Stacie A. Brown and Marvin
Whiteley

6407–6414

Sortase C-Mediated Anchoring of BasI to the Cell Wall
Envelope of Bacillus anthracis

Luciano A. Marraffini and Olaf
Schneewind

6425–6436

Continued on following page



Genetic Structure of the nadA and nadB Antivirulence Loci
in Shigella spp.

Anne-Laure Prunier, Raymond
Schuch, Reinaldo E. Fernández, and
Anthony T. Maurelli

6482–6486

EbpR Is Important for Biofilm Formation by Activating
Expression of the Endocarditis and Biofilm-Associated Pilus
Operon (ebpABC) of Enterococcus faecalis OG1RF

Agathe Bourgogne, Kavindra V.
Singh, Kristina A. Fox, Kathryn J.
Pflughoeft, Barbara E. Murray, and
Danielle A. Garsin

6490–6493

BACTERIOPHAGES, TRANSPOSONS, AND
PLASMIDS

Distribution of Megaplasmids in Lactobacillus salivarius and
Other Lactobacilli

Yin Li, Carlos Canchaya, Fang
Fang, Emma Raftis, Kieran A.
Ryan, Jan-Peter van Pijkeren,
Douwe van Sinderen, and Paul W.
O’Toole

6128–6139

Interaction of the Gifsy-1 Xis Protein with the Gifsy-1 attP
Sequence

Asa Flanigan and Jeffrey F. Gardner 6303–6311

The Antirepressor Needed for Induction of Linear Plasmid-
Prophage N15 Belongs to the SOS Regulon

Andrey V. Mardanov and Nikolai
V. Ravin

6333–6338

Escherichia coli K1-Specific Bacteriophage CUS-3
Distribution and Function in Phase-Variable Capsular
Polysialic Acid O Acetylation

Michael R. King, Ross P. Vimr,
Susan M. Steenbergen, Lodewijk
Spanjaard, Guy Plunkett III,
Frederick R. Blattner, and Eric R.
Vimr

6447–6456

Determinants of Entry Exclusion within Eex and TraG Are
Cytoplasmic

Joeli Marrero and Matthew K.
Waldor

6469–6473

GENE REGULATION
Expression of hurP, a Gene Encoding a Prospective Site 2
Protease, Is Essential for Heme-Dependent Induction of
bhuR in Bordetella bronchiseptica

Natalie D. King-Lyons, Kelsy F.
Smith, and Terry D. Connell

6266–6275

Dual Role of OhrR as a Repressor and an Activator in
Response to Organic Hydroperoxides in Streptomyces
coelicolor

So-Young Oh, Jung-Ho Shin, and
Jung-Hye Roe

6284–6292

Interactions of the Antizyme AtoC with Regulatory Elements
of the Escherichia coli atoDAEB Operon

Meropi K. Matta, Efthimia E.
Lioliou, Cynthia H. Panagiotidis,
Dimitrios A. Kyriakidis, and
Christos A. Panagiotidis

6324–6332

Transcriptional Analysis of the Genetic Element pSSVx:
Differential and Temporal Regulation of Gene Expression
Reveals Correlation between Transcription and Replication

Patrizia Contursi, Raffaele Cannio,
Santina Prato, Qunxin She, Mosè
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Cover photograph (Copyright © 2007, American Society for Microbiology. All Rights Reserved.): Phenazine pigments produced
by Pseudomonas species come in all the colors of the rainbow. These natural products, long known for their toxicity to other
organisms, are now garnering attention for their physiological effects on their producers. The following crude and purified
preparations of phenazines from P. aeruginosa and P. aureofaciens cultures are pictured (left to right): aqueous solution of
pyocyanin, pH �2; 2-hydroxyphenazine in acetonitrile; aqueous solution of 2-hydroxyphenazine and phenazine-1-carboxylic acid,
pH �2; supernatant from a P. aeruginosa LB culture containing pyocyanin, phenazine-1-carboxylate, and 1-hydroxyphenazine;
aqueous solution of pyocyanin, pH �7. (See related article on Page 6372.)
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